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SEQUENCE LISTING 
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<160> 2 

<170> PatentIn version 3.1 

<210> 1 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5 '-Primer 
<220> 

<221> misc_feature 

<222> (13) . . (21) 

<223> "n" residues in position 13-21 represent adenosine, thymidine, g 
u 

anosine, cytidine, uridine or inosine. 
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<210> 2 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3-Primer 
<220> 

<221> misc_f eature 

<222> (23) . . (31) 

<223> "n" residues in position 23-31 represent adenosine, thymidine, g 
u 
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anosine, cytidine, uridine or inosine. 
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